In the course of a taxonomic study describing novel species of the genus Enterobacter it was found that the 16S rRNA gene sequence of the type strain of Enterobacter siamensis, obtained both directly from the authors of the publication on Enterobacter siamensis and from the Korean Collection for Type Cultures (C2361 T and KCTC 23282 T , respectively), was not congruent with the 16S rRNA gene sequence deposited in the GenBank database under the accession number HQ888848, which was applied for phylogenetic analysis in the species proposal. The remaining deposit in the Japanese type culture collection, NBRC 107138 T , showed an identical 16S rRNA gene sequence to the other two cultures and overall, this sequence differed at 35 positions in comparison with the 1429 bp sequence published under the accession number HQ888848.Therefore, the type strain of this species cannot be included in any further scientific comparative study. It is proposed that the Judicial Commission of the International Committee on Systematics of Prokaryotes place the name Enterobacter siamensis on the list of rejected names, if a suitable replacement for the type strain is not found or a neotype strain is not proposed within two years following the publication of this Request for an Opinion.
The species Enterobacter siamensis was proposed by Khunthongpan et al. (2013) , based on the description of the single strain, C2361 T , isolated from seafood processing wastewater collected from a treatment pond of a seafood factory in Songkhla Province, Thailand. The GenBank/ EMBL/DDBJ accession number for the 16S rRNA gene sequence of this strain is HQ888848, and the type strain C2361
T was deposited in two culture collections, namely the National Center of Biological Resources in Japan as NBRC 107138
T and the Korean Collection for Type Cultures as KCTC 23282
T . The name Enterobacter siamensis appeared on Validation List 159 (Khunthongpan et al., 2014) .
During a study on the revised taxonomy of the genus Enterobacter, the type strain of Enterobacter siamensis was required for comparative taxonomic analyses. The strain Enterobacter siamensis C2361 T was directly obtained from the authors of the publication (Khunthongpan et al., 2013) , but partial sequencing of the 16S rRNA gene sequence revealed numerous discrepancies to the sequence deposited under HQ888848 in the GenBank/EMBL/DDBJ databases. The type strain of Enterobacter siamensis subsequently obtained from the Korean Collection for Type Cultures (KCTC 23282 T ) showed exactly the same discrepancies, and a comparison of this sequence to that publicly available for the deposit at the National Center of Biological Resources in Japan as NBRC 107138 T (http://www.nbrc.nite.go.jp/NBRC2/NBRCCatalogueDetail Servlet?ID5NBRC&CAT500107138) also showed exactly the same differences. The latter full sequence showed 35 nt differences to the sequence deposited under HQ888848 (comparison based on 1429 nt). A comparison of the published 16S rRNA gene sequences of type strains of members of the genus Enterobacter allowed the sequence of the strains preserved as type strains of Enterobacter siamensis to be clearly allocated to Enterobacter cloacae subsp. cloacae CP001918 with only 1 nt divergence out of 1465 nt to the respective 16S rRNA gene sequence.
As a consequence the authentic strain described by Khunthongpan et al. (2013) showing the 16S rRNA gene sequence deposited under HQ888848 seems to have been lost. According to Rule 18c of the International Code of Nomenclature of Bacteria (Lapage et al., 1992) , if a suitable replacement of the type strain or a neotype strain cannot be found or proposed, respectively, within two years of the publication of this Request for an Opinion, it is proposed that the Judicial Commission of the International Committee on Systematics of Prokaryotes places the name Enterobacter siamensis on the list of rejected names.
